Scatter plot of intensities between 10 mRNA arrays and their correlation coefficients Figure 1 provides detailed scatter plots between 10 mRNA microarrays (4 Control and 6 Disease) comparisons along with their correlation coefficients. The maximum correlation i.e. 0.996 and 0.998 are obtained between Control3 vs Control4 and Disease1 vs Disease5, respectively, whereas the lowest correlation is observed between Control1 and Disease6.
: Hierarchical clustering analysis heat map of 10 mRNA microarrays from 10 different animals.
The arrays are well separated into two different groups. The two major branches of the dendrogram represent disease and control animals with a correlation of 0.987 and 0.990 respectively. The high correlations values indicate that these samples were free from systematic biases. The arrays are well separated into two different groups i.e. Diseased and Healthy. The two major branches of the dendrogram represent disease and healthy animals with a correlation of 0.987 and 0.990 respectively. The high correlation values indicate that the samples were free from systematic biases.
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